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FIG, 1 



CENTROID OF RESIDUE CENTROIDS 



CENTROID OF RESIDUE CENTROIDS AS SPATIAL 
ORIGIN OF GLOBAL UNEAR HYDROPHOBIC MOMENT 
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CORREUTION BETWEEN RESIDUE CENTROID MAGNITUDE 
AND RESIDUE SOLVENT ACCESSIBIUTY IS ENHANCED 



GLOBAL LINEAR HYDROPHOBIC MOMENT DERNED 
WITH EACH OF THE RESIDUE CENTROIDS 
CONTRIBUTING A MAGNITUDE AND DIRECTION 
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GLOBAL LINEAR HYDROPHOBIC MOMENT 
CHARACTERIZES AMPHIPHILICITY; MAY BE USED 

TO COMPARE TERTIARY PROTEIN STRUCTURES 
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FIG. 4 
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FIG, 1 0 
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